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<120> 

<130> 

<140> 
<141> 



<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 
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10 
PRT 

Artificial Sequence 



Synthetic 



MI SC_FEATURE 
(1) - - (1) 

Xaa = any basic amino acid, preferably lys or arg 



MI SC_FEATURE 
(2) . . (4) 

Xaa = an aliphatic or aromatic amino acid, e.g., a non-polar 
aliphatic amino acid, preferably of from 5 to 6 carbons 



MI SC_FEATURE 
(5) . . (5) 

Xaa = any basic amino acid, preferably lys or arg 



MI SC_FEATURE 
(6) . . (8) 

Xaa = an aliphatic or aromatic amino acid, e.g., a non-polar 
aliphatic amino acid, preferably of from 5 to 6 carbons 



<220> 

<221> MI SC_FEATURE 
<222> (9) . . (9) 

<223> Xaa = gly or any basic amino acid or an aliphatic hydrophobic 
amino acid of from 5-6 carbon atoms 

<400> 1 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr 
15 10 



<210> 2 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 



<220> 

<221> MI SC_FEATURE 
<222> (2) . . (2) 

<223> Xaa = an uncharged aliphatic or aromatic amino acid, preferably a 
non-polar aliphatic or aromatic amino acid 

<220> 

<221> MI SC_FEATURE 
<222> (3) . . (4) 

<223> Xaa = an aliphatic or aromatic amino acid, e.g., a non-polar 
aliphatic amino acid, preferably of from 5 to 6 carbons 

<220> 

<221> MI SC_FEATURE 
<222> (6) . . (8) 

<223> Xaa = an aliphatic or aromatic amino acid, e.g., a non-polar 
aliphatic amino acid, pre ferably of from 5 to 6 carbons 

<220> 

<221> MI SC_FEATURE 
<222> (9) . . (9) 

<223> Xaa = gly, or any basic amino acid, or an aliphatic hydrophobic 
amino acid of from 5-6 carbon atoms 

<400> 2 

Arg Xaa Xaa Xaa Arg Xaa Xaa Xaa Xaa Tyr 
15 10 



<210> 3 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Synthetic 



<400> 3 



Arg Leu Leu Leu Arg Leu Leu Leu Gly Ty 
15 10 



<210> 4 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 4 

Arg Val Leu Leu Arg Leu Leu Leu Gly Ty 
15 10 



<210> 5 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 5 

Arg lie Leu Leu Arg Leu Leu Leu Gly Ty 
15 10 



<210> 6 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 6 

Arg Leu Val Leu Arg Leu Leu Leu Gly Ty 
15 10 



<210> 7 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



<400> 7 



Arg Leu lie Leu Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 8 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 8 

Arg Leu Leu Val Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 9 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 9 

Arg Leu Leu lie Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 10 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 10 

Arg Leu Leu Leu Arg Val Leu Leu Gly Tyr 
15 10 



<210> 11 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic 



<400> 



11 



Arg Leu Leu Leu Arg lie Leu Leu Gly Tyr 
15 10 



<210> 12 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 12 

Arg Leu Leu Leu Arg Leu Val Leu Gly Tyr 
15 10 



<210> 13 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 13 

Arg Leu Leu Leu Arg Leu lie Leu Gly Tyr 
15 10 



<210> 14 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 14 

Arg Leu Leu Leu Arg Leu Leu Val Gly Tyr 
15 10 



<210> 15 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



<400> 



15 



Arg Leu Leu Leu Arg Leu Leu lie Gly Tyr 
15 10 



<210> 16 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 16 

Arg Trp Leu Leu Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 17 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 17 

Arg Leu Trp Leu Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 18 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 18 

Arg Leu Leu Trp Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 19 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 19 



Arg Leu Leu Leu Arg Trp Leu Leu Gly Tyr 
15 10 



<210> 20 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 20 

Arg Leu Leu Leu Arg Leu Trp Leu Gly Tyr 
15 10 



<210> 21 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 21 

Arg Leu Leu Leu Arg Leu Leu Trp Gly Tyr 
15 10 



<210> 22 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 22 

Arg Tyr Leu Leu Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 23 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 23 



Arg Leu Tyr Leu Arg Leu Leu Leu Gly Tyr 



1 



5 



10 



<210> 24 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 24 

Arg Leu Leu Tyr Arg Leu Leu Leu Gly Tyr 
15 10 



<210> 25 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 25 

Arg Leu Leu Leu Arg Tyr Leu Leu Gly Tyr 
15 10 



<210> 26 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 26 

Arg Leu Leu Leu Arg Leu Tyr Leu Gly Tyr 
15 10 



<210> 27 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 27 



Arg Leu Leu Leu Arg Leu Leu Tyr Gly Tyr 
15 10 



<210> 28 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (4) 

<223> Xaa = norleucine 

<220> 

<221> MI SC_FEATURE 

<222> (6) . . (8) 

<223> Xaa = norleucine 

<400> 28 

Arg Xaa Xaa Xaa Arg Xaa Xaa Xaa Gly Tyr 
15 10 



<210> 29 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 29 

Gly Ser Gly Gly Ser 
1 5 



<210> 30 

<211> 4 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 30 

Gly Gly Gly Ser 
1 



<210> 31 
<211> 32 



<212> 
<213> 



PRT 

Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Xaa = any amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (7) . . (9) 

<223> Xaa = any amino acid, where one of amino acids 7 to 9 can be 
absent 

<220> 

<221> MI SC_FEATURE 

<222> (11) . . (22) 

<223> Xaa = any amino acid, where up to 8 of the amino acids 11 to 22 
can be absent 

<220> 

<221> MI SC_FEATURE 

<222> (24) . . (26) 

<22 3> Xaa = any amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (28) . . (32) 

<223> Xaa = any amino acid 

<400> 31 

Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa His Xaa Xaa Xaa His Xaa Xaa Xaa Xaa Xaa 
20 25 30 



<210> 32 

<211> 33 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<220> 

<221> MI SC_FEATURE 

<222> (7) . . (26) 

<223> Xaa = any amino acid, where up to 17 amino acids 7 to 26 can be 



absent 



<400> 32 

Phe Gin Cys Glu Glu Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa His lie Arg Ser His Thr 
20 25 30 



Gly 



<210> 33 

<211> 30 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<220> 

<221> MI SC_FEATURE 

<222> (2) . . (3) 

<223> Xaa = any amino acid 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (24) 

<223> Xaa = any amino acicl, where up to 16 amino acids 5 to 24 can be 
absent 

<220> 

<221> MI SC_FEATURE 

<222> (26) . . (29) 

<223> Xaa = any amino acid 

<400> 33 

Cys Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa His Xaa Xaa Xaa Xaa Cys 
20 25 30 



<210> 34 

<211> 33 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (26) 

<223> Xaa = any amino acid, where up to 16 amino acids 7 to 26 can be 
absent 

<400> 34 

Val Lys Cys Phe Asn Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa His Thr Ala Arg Asn Cys 
20 25 30 



Arg 



<210> 35 

<211> 34 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<220> 

<221> MI SC_FEATURE 

<222> (10) . . (29) 

<223> Xaa = any amino acid, where up to 16 amino acids 10 to 29 can be 
absent 

<400> 35 

Met Asn Pro Asn Cys Ala Arg Cys Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa His Lys Ala 
20 25 30 



Cys Phe 



<210> 36 
<211> 6 
<212> PRT 



<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 36 

His His His His His His 
1 5 



<210> 37 

<211> 4 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 37 

Gly Gly Gly Gly 
1 



<210> 38 

<211> 5 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 38 

Gly Gly Gly Gly Gly 
1 5 



<210> 39 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 39 

Gly Gly Gly Gly Gly Gly 
1 5 



<210> 40 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 40 

Gly Gly Gly Gly Gly Gly Gly 
1 5 



